A computer program has been developed on an IBM-PC-compatible microcomputer to analyze antimicrobial susceptibility results of large numbers of organisms tested against a variety of antimicrobial agents. For each species, the output includes the numbers, percentages, cumulative numbers, and cumulative percentages of organisms inhibited at different concentrations of each drug, the MICs for 50 and 90% of organisms tested, MIC ranges, and geometric mean MICs. The distributions of MICs are also plotted as histograms. The program was written in dBASE III command language, but a compiled version allows rapid program execution independently of the dBASE III package.
The measurement of antimicrobial MICs is now commonly performed in both diagnostic and research laboratories, and summaries of MICs are the usual guides for comparing the activities of different drugs. However, there are many ways of presenting these results, and the editors of Antimicrobial Agents and Chemotherapy met in 1976 to improve reporting procedures (L. H. Schmidt, Antimicrob. NeWsl. 4:1-8, 1987) . The display of large amounts of raw data was discouraged, and it was recommended that the concentrations of test drugs required to inhibit the growth of 50, 90, and 100% of isolates of a species (MIC50, MIC90, and MICioe, respectively) should be reported. This approach not only conserves journal space but alsô facilitates quantitative comparisons of drug activities and susceptibilities of different species. Graphical representation of the distribution of MICs is also useful in aiding comprehension. However, the manual computation of such data is tedious and subject to error, and analysis is ideally performed by a computer. A BASIC microcomputer prograîl has been written for this purpose (J. Ling, K. W. Chan, K. L. E. Ling, and G. L. French, Comput. Method. Program. Biomed., in press), but there is a need for similar analytical programs that can interface with popular microcomputer data base systems. This paper presents a simple-tô-use microcomputer program for evaluating MIC results of a variety of antimicrobial agents for large numbers of organisms, which was developed with the dBASE III commercial data base package (AshtonTate, Culver City, Calif.). The compiled version of the program is independent of the dBASE III system and can therefore be used in laboratories which do not possess this package.
The microcomputer system used in this study was a Commodore PC-10 with 640-kilobyte random access memory and twin floppy-disk drives operating under MS-DOS kilobytes in size, respectively. The program consists of four integrated parts. The first part enables the user to create data files in dBASE III format. The structure of the file is modified by the user to contain appropriate fields for selected drugs. The data are then entered. The second part analyzes data in a data file to produce a result file. The third part uses the result file to produce a report containing various results specified by the user. The final part allows the user to define his own concentrations used, in case these were different from those specified by the program. The program options are selected via a series of menus that allow easy operation by untrained users.
On loading the program, the initial menu provides the user the following options: (i) prepare a new data file; (ii) process a data file; (iii) process a result file; and (iv) define the MICs.
On choosing option i, the user is given further options: create a new blank data file, modify an existing data file format, and transfer data from a file in system data format to one in dBASE III format. To prepare blank data files, the user needs only to supply the names of up to 119 antimicrobial agents. The Option iv (define MICs used) allows the user to define the concentrations tested, should these be different from the default values. Up to 21 MICs are allowed. These values are stored in a file (with an arbitrary file name extension of RAN instead of the usual DBF) for future use. This file must be prepared before option ii (process a data file) is chosen, unless the default values are used.
The program was developed on a Commodore PC microcomputer. It is completely menu driven and very simple to use and can run on other IBM-PC-compatible microcomputers with the dBASE III commercial data base package. This package is not required for the compiled version. The program is particularly useful for the analysis of large numbers of drugs or organisms. The 
